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SUBJECT INDEX TO VOLUME 17 (1983) 

Alkyltrimethyhunmonium ion 
DNA: Ion binding; Surfactant hinding; Surfact3nt- 
selective electrode; Cooperative binding (Hayakawa. 

K.) 
Amino acid 

Copper protein: Fluorescence spectrum (Bacci, M.) 
Amino acid transport 

Chlorpromazine; Liquid membrane: Ca:echolamine 
transport: Receptor orientation (Bhise. S-B.) 

Anisotropy decay 
Fluorescence decay; Rotational correlation time; 
Deconvolution (Papenhuijzen. J.) 

Antitumor activiv 
Schizophyllan; Triple helix; Polysaccharide (Yanaki, 

T.) 

Bacterial flagellar filament 
Fluid flow (Hoshikawa. H.) 

Bacteriorhodopsin 
Membrane protein; Elect.ic field; Light scattering 

(Tsuji. K.) 
Base-pairing 

Hydroxylamine ml;tagenesis; NJ-Methoxycytosine; 
NMR; Infrared spectroscopy (Kierdaszuk. P.) 

Biological membrane 
Ion diffusion: Entropy effect; Ion channel (Brick- 
man,), J.) 

Catecholasine transport 
Chlorpromazine: Liquid membrane; Amino acid 
transport; Receptor otienration (Bhise, S.B.) 

PCPCP 
Triphosphate interaction: Conformation: RNA 
backbone (Anukanth, A.) 

Checking fomulae 
Enzyme kinetics; Graphic method; Product-releasing 
cycle: Product-combining cycle: Path, loop and cycle 
(Chow K.-C.) 

Chlorophyll P 
Chlorophyll 6: Infrared spectroscopy: Multilayer; 
Monolayer; Photosynthesis (Chapados, C.) 

Chlorophyll b 
Chlorophyll a; InfrarezI spectroscopy: Multilayer; 
Monolayer; Photosynthesis (Chapados. C.) 

Chiorpromazine 
Liquid membrane; Carecholamine transport; Amino 
acid transport; Receptor orientation (Bhise. S-B.) 

Chromatography 
Finite element method; Flow simulation; Ultra- 
centrifugation; Electrophoresis (Todd. G-P.) 
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Circular dichroirm 
Protein; Ribonuclease A; Ribonuclease S (Aimog, 

R.) 
Condensed counterion polarization 

Electric dichroism: DNA; Electric polarizability; iv‘1 
atmosphere polarization (Raw D.C.) 

Conformation 
pCpGp; Triphosphate interaction; RNA backbone 
(Anukanth, A.) 

Confomta~ional analysis 
Phorbol ester (Deleers, M.) 

Conformational change 
Optical mixing spectroscopy: (E. coli ribosome) 

(Dobitchin, P.D.) 
Spin label; Cytochrome c (Postnikova. G.B.) 

Cooperative binding 
DNA; Alkyltrimethylammonium ion; Ion binding; 
Surfactant binding: Surfactant-selective electrode 
(Hayakawa, K.) 

Copper protein 
Amino acid; Fluorescence spectrum (Bacci, M.) 

Cytochrome E 
Denaturation; Urea (Pilard. R.) 
Spin label; Conformational change (Postnikova. 
G.B.) 

Deconvolution 
Anisotropy decay; Fluorescence decay; Rotational 
correlation time (Papenhuijzen, J.) 

Denahtration 
Cytochrome c; Urea (PiIard, R.) 

Diffusion coefficient 
Sedimentation velocity: &Lactoglobulin A: Sedi- 
mentation coefficient (Beckerdite, J.M.) 

Diffusion control 
Diffusion-reaction coupling: Steady-state enzyme 
kinetics (Berg. O.G.) 

Diffusion-reaction coupling 
Diffusion control; Steady-state enzyme kinetics 
(Berg, O.G.) 

DNA 
Electric dichroism; Electric polarizability; Ion atmo- 
sphere polarization; Condensed counterion polariza- 
tion (Rau, DC.) 
AlkyltrimethyIammonium ion; Ion binding; Surfac- 
tant binding; Surfactant-selective electrode; Cooper- 
ative binding (Hayakawa, K.) 

DNA constituent 
Electrostatic potehal: Electrostatic field: Hydration 
(Lavery, R.) 
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Drug hinding 
Proton relaxation rate; Procaine: NMR (Valensin, 

G.) 

Uectric dichroism 
DNA; Electric polarizability: Ion atmosphere polari- 
zation; Condensed counterion polarization (Rau. 
D.C.) 

Electric field 
Membrane protein: Bacteriorhodopsin: Light 
scattering (Tsuji. K.) 

Electric polarizahility 
Electric dichroismr DNA: Ion atmosphere polarize- 
tion; Condensed countetio:~ polarization (Rau, D-C.) 

Electrical potential 
irreversibility: Hexadecyltrimethylammonium 
bromide: Liquid membrane; Far-from-equilibrium 
concentration: (Oscillation) (Yoshikawa, K.) 

Electrical transport noise 
Lipid bilayer membrane: Transit time (Chen. Y.) 

Ektrophoresis 
Finite element method; Flow simulation; Ultra- 
centrifugation: Chromatography (Todd. G-P.) 

Electrostatic field 
Electrostatic potential: DNA constituent: Hydration 
(Lrvery. R.) 

Electrostatic potential 
Electrostatic field: DNA constituent: Hydration 
(Lavery. R.) 

Entropy effect 
Ion diffusion; Ion channef: Biological membrane 
(Brickmann. J.) 

Enzyme kinetics 
Graphic method: Product-releasing cycle: Product- 
combining cycle; Checking formulae; Path. loop _md 
cycle (Chow K.-C.) 

Far-from-equilibrium concentration 
Electrical potential: Irreversibility: Hexadecyltri- 
methylammonium bromide; Liquid membrane: 
(Oscillation) (Yoshikawa. K.) 

Finite element method 
Flow simulation; Ultracentrifugation; Electrophore- 
sis: Chromatography (Todd. G.P.) 

Flow simulation 
Finite element method; Ultracentrifugation: Electro- 
phoresis: Chromatography (Todd, G.P.) 

Fhxtuation 
Steady/equilibrium approximation: Relaxation; Re- 
action theory (Kijimn. H.) 

Fhrid flow 
Bacterial flageliar filament (Hoshikawa. H.) 

FltIOWSCellCe 
Resonance energy transfer; Membrane; Lipoprotein: 
Llpid hinding (Doody. M.C.) 

Fluorescence decay 
Anisotropy decay; Rotational correlation time; De- 
convolution (Papenhuijzen. J.) 
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Fhcrescence spectrum 
Copper protein; Amino acid (Bacci. M.) 

Generalized Langevin equation 
Protein dynamics; Reaction rate theory; Protein- 
solvent interaction; Viscosity; Kramers equation 
(Doster, W.) 

Graphic method 
Enzyme kinetics; Product-releasing cycle; Product- 
combining cycle; Checking formuiae: Path. loop and 
cycle (Chou. K.-C.) 

Hemoglobin 
X-ray scattering; Kinetics (Inoko, Y_) 

Hesadecyltimethylammoniurn ‘~omide 
Electrical potential; Irreversihiiity; Liquid mem- 
brane: Far-from-equilibrium concentration; (Oscilla- 
tion) (Yoshikawa. K.) 

Hydration 
Electrostatic potential; Electrostati; field: DNA 
constituent (Lavery. R.) 

Hydroxylamine mutagenesis 
N4-Methoxycytosine: Base-pairing: NMR: Infrared 
spectroscopy (Kierdaszuk. B.) 

Infrared spectroscopy 
Chlorophyll o; ChIorophyII b: Multilayer: Mono- 
layer: Photosynthesis (Chapados. C.) 
Hydroxylamine mutagenesis; NJ-Methoxycytosine; 
Base-pairing: NMR (Kierdaszuk. B.) 

Ion atmosphere polarization 
Electric dichroism: DNA: Electric polnrizability; 
Condensed counterion po!atization (Raw D.C.) 

Ion binding 
PoIy:iectroIyte; Poisson-Boltzmann treatment (DeI- 
vil’e, A.) 
DNA; AlkyItrimethyIammor~ium ion: Surfactant 
binding; Surfactnnt-selective electrode: Cooperative 
binding (Hayakawa. K.) 

Ion channel 
Ion diffusion: Entropy effect: Biological membrane 
(Brickmann. J.) 

Ion diffusion 

Entropy effect: Ion channel: Biologica membrane 
(Brickmarm. J.) 

Ion transport 
Lipid membrane; Noise analysis (Junges, R.) 

Irreversibility 
Electrical potential; Hexndecyltrimethyl~mmonium 
bromide: Liquid n,embraye; Far-irom-equilibrium 
concentration; (Osciilation) Yoshikawa, K.) 

Kinetics 
X-ray scattering; Hemoglobin (Inoko. Y.) 

Kramers equation 
Protein dynamics; Reaction rate theory; Generalized 
Langevin equation; Protein-solvent interaction: 
Viscosity (Doster. W.) 
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&Lactogiobulin A 
Sedimentation velocity: Sedimentation crefficient; 
Diffusion coefficient (Beckerdite, J-M.) 

Light scattering 
Membrane protein; .Elec:ric field; Bacteriorhodopsi” 
(Tsuji, K.) 

Lipid bilayer membrane 
Electrical transport noise; Transit time (Chen, Y_) 

Lipid binding 
Fluorescence; Reson3nce energy transfer; Mem- 
brane: Lipoprotein (Doody. MC.) 

Lipid membrane 
Ion transport: Noise analysis (Junges. R.) 

Lipoprotein 
Fluorescence; Resonance energy transfer; Mem- 
brane; Lipid binding (Dooiy. M.C.) 

Liquid membrane 
Electrical potential: Irreversibility; Hexadecyltri- 
methylammonium bromide: Far-from-equilibrium 
concentration; (Osciliation) (Yoshikawa, K.) 
Chlorpromazine; Catecholamine transport; Amino 
acid transport; Receptor orientation (Bhise, S.B.) 

Membrane 
Fluorescence; Resonance energy transfer; Lipopro- 
tein; Lipid binding (Doody, MC.) 

Membrane protein 
Electric field: Bacteriorhodopsin: Light scattering 
(Tsuji. K.) 

N’-Methoxycytosine 
Hydroxylamine mutagenesis: Base-pairing; NMR: 
Infrared spectroscopy (Kierdaszuk, B.; 

Microheterogeneity 

Sedimentation theory; Self-association (Cann. J.R.) 
Microprotonation constant 

Polyamine; Protonation constant; 13C-NMR; 
Spermine; Spermidine (Aikens, D.) 

MO”Olayer 
Chlorophyll LI: Ch:orophyll b: Infrared spectros- 
copy: Multilayer; Photosynthesis (Chapados. C.) 

Multilayer 
Chlorophyil a; Chlorophyll b: Infrared spectros- 
copy; Monolayer; Photosynthesis (Chapados, C.) 

NMR 
Hydroxylamine mutagenesis; N’-Methoxycytosine; 
Base-pairing; Infrared spectroscopy (Kierdaszuk, B.) 
Proton relaxation rate; Procaine; Drug binding 
(Valensin. G.) 

13C-NMR 
Polyamine; Protonation constant: Spermine: 
Spermidine; Microprotonation constant (Aikens. D.) 

Noise analysis 
Ion transport: Lipid membrane (Junges. R.) 

Optical mixing spectroscopy 
Conformational change: (E. cd; ribosome) 
(Dobitchin, P.D.) 
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Reaction rate theory 

Protein dynamics; Generalized Langevin equation; 
Prot?in-solvent it&traction; Viscosity: Kramers 
equation (Doster. W.j 

Reaction theory 
Steady/ equilibrium approximation; Relaxation; 
Fluctuation (Kijima, H.) 

Receptor oricntatio” 
Chlorpromazine; Liquid membrane: ratccholamine 

165 transport: Ammo acid transport (Bhise, S.B.) 187 

Path, loop and cycle 
Enzyme kinetics; Graphic method; Product-releasing 
cycle; Product-combining cycle; Checking formulae 
(Chow K.-C.) 

Phorbol ester 
Conformetional analysis (Deleers. M.) 

Photosynthesis 
Chlorophyll o; Chlorophyll b; Infrared spectros- 
copy; Multilayer; Monolayer (Chnpadc. C.) 

Poisson-Boltzman” treatment 
Ion binding: Polyelectrolyte ;DeIvilIe. A.j 

Polyamine 
Protonation con;tl”t: 13C-NMR: Spermine; 
Spermidine; Microprotonation constant (.Aikens. D.) 

Polyeleetrolyte 
Ion binding; Poisson-Boltzrnann treatment (Delville. 

A.) 

Polysaccharide 
Schizophyllan: Antitumor actiwty: Triple helix 
(Yanaki. T.) 

Procaine 
Proton relaxation raie; Drug binding: NMR 

(Valensin, G.) 
Product-combining cycle 

Enzyme kinetics; Graphic method; Product-releasing 
cycle; Checking formulae; Path. loop and cycle 
(Chow K.-C.) 

Product-releasing cycle 
Enzyme kinetics; Graphic method: Product-combin- 
ing cycle: Checking formulae: Path, loo? and cycle 
(Chow K.-C.) 

Protein 
Circular dichroism: Ribonuclease A: Ribonuclease S 
(Almog, R.) 

Protein dynamics 
Reaction rate theory: Generalized Langevin equa- 
tion; Protein-solvent interaction: Viscosity; Kramers 
equation (Doster, W.) 

Protein-solvent interaction 
Protein dynamics; Reaction rate theory; Generalized 
Langevin equation; Viscosity: Kramers equation 
(Doster, W.) 

Protonation constant 

Poiylmine, 13C-NMR; Spermine; Spermidine; Mi- 
croprotonation constant (Aikens. D.) 

Proton relaxation rate 
Procaine; Drug binding; NMR (Vatensin, G.) 
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Steady/ equilibrium approximation; Fluctuation; 
Reaction theory (Kijima, H.) 

Resonance energy transfer 
Fluorescence; Membrane; Lipoprotein; Lipid bi- 
nding (Doody. MC.) 

Ribonuclease A 
Circular dichroism; Protein; Ribonuclease S (Almog, 

R.) 
Ribonucle~ S 

Circular dichroism; Protein; Ribonuclease A (Al- 
mog. R.) 

RNA backbone 
pCpGp; Tdphosphate interaction; Conformation 
(Anukanth, A.) 

Rotational correlation time 
Anisotropy decay; Fluorescence decay; Deconvolu- 
tion (Papenhuijren, J.) 

Antitumor activity; Triple helix; Polysaccharide 
(Yanaki, T.) 

Sedimentaiion coefficient 
Sedimentation velocity; B-Lactoglobulin A: Diffu- 
sion coefficient (Beckerdite. J.M.) 

Sedimentation theory 
Microheterogeneity; Self-association (Cann, J.R.) 

Sedimentation velocity 
/3-Lactoglobulin A; Sedimentation coef4cient; Dif- 
fusion coefficient (Beckerdite. J.M.) 

Self-association 
Sedimentation theory; Microheterogeneity (Can”, 
J.R.) 

Spcrmidine 
Polyamine; Protonation consfant; 13C-NMR; 
Spermine; Microprotonation constant (Aikens, D.) 

Spermine 
Polynmine; Protonation constant; 13C-NMR; 
Spermidine; Microprotonation constant (Aikens. D.) 

Spin label 
Cyrochrome c; Conformational change (Postnikova. 
G.B.) 

261 

139 

111 

111 

1 

57 

337 

203 

29 

203 Cytochrome c; Denatwation (Pilard, R.) 131 

29 

Viscosity 
Protein dynamics; Reaction rate theory; Generalized 
Lang&n equation; Protein-solvent interaction; 
Kramers equation (Doster, W.) 

67 
x-ray scattering 

Hemoglobin; Kinetics (Inoko, Y.) 
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Steady/equilibrium approximation 
Relaxation; Fluctuation; Reaction theory (Kijima. 

H.) 
Steady-state enzyme kinetics 

Diffusion control; Diffusion-reaction coupling (Berg. 
0-G.) 

Sutfactcnt binding 
DNA; Alkyltrimethylammonium ion; Ion binding; 
Surfactant-selective electrode; Cooperative binding 
(Hayakawa. K.) 

Surfactant-selective electrode 
DNA; AlkyItrimethylammonium ion; Ion binding; 
Surfactant binding; Cooperative binding (Hayakawa, 

K.) 

Transit time 
Lipid bilayer membrane; Electrical transport noise 
(Chen. Y_) 

Triphosphate interaction 
pCpGp; Conformation; RNA backbone (Anukanth, 

A.) 
Triple helix 

Schizophyliac; Antitumor activity; Polysaccharide 
(Yanaki. T.) 

Ultracentrifugation 
Finite element method; Flow simulation; Electro- 
phoresis: Chromatography (Todd, G.P.) 

Urea 
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